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Sequence Listing could not be accepted. 
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Reviewer Comments: 

<210> 17 

<211> 32 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (13) . . (14) 

<223> D-Val 

<220> 

<221> mi sc_f eature 

<222> (17) . . (17) 

<223> D-Val 

<400> 17 

Phe Ser Glu Pro Glu lie Thr Leu lie lie Phe Gly Val Met Ala Gly 
15 10 15 



Val lie Gly Thr lie Leu Leu lie Ser Tyr Gly lie Arg Arg Leu lie 
20 25 30 

The above <222> (13).. (14) is erroneous for "D-Val"; Val is only at 
location 13: "Met" is at location 14. 



<210> 25 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<2 2 1 > mi sc_f eature 

<222> (5) . . (5) 

<223> D-Ala 

<220> 

<221> mi sc_f eature 

<222> (6) . . (6) 

<223> D-Glu 

<220> 

<221> mi sc_f eature 

<222> (7) . . (7) 

<223> D-Ala 

<220> 

<221> misc_feature 

<222> (8) . . (8) 

<223> D-Ala 

<220> 

<221> mi sc_f eature 

<222> (11) . . (11) 

<223> D-Ala 

<220> 

<221> mi sc_f eature 

<222> (15) . . (15) 

<223> D-Ala 

<220> 



<221> misc__f eature 
<222> (16) . . (16) 
<223> D-Ala 

<220> 

<221> mi sc_f eature 

<222> (17) . , (17) 

<223> D-Ala 

<400> 25 

Lys Lys lie Thr Ala Gly Ala Ala Gly Val Ala Ala Gly Val Ala Ala 
15 10 15 



Ala 



The above <223> response for the amino acid at location 6 is incorrect 
the <223> response shows "D-Glu." "Gly" is at location 6. 
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SEQUENCE LISTING 



<110> Yeda Research and Development Co. Ltd. at the Weizmann 
Institute of Science 

<120> Diastereomeric Peptides Useful As Inhibitors of Membrane Protein 
Assembly 

<130> YEDA/038 PCT 

<140> 10583996 
<141> 2007-09-04 

<150> US 60/530,899 
<151> 2003-12-22 

<160> 29 

<170> Patentin version 3.3 

<210> 1 
<211> 36 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<400> 1 

Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin Gin 
15 10 15 



Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys Trp Ala Ser Leu 
20 25 30 



Trp Asn Trp Phe 
35 



<210> 2 

<211> 36 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> D-Ser 



<220> 



<221> 
<222> 
<223> 



misc_f eature 
(13) . . (13) 
D-Gln 



<400> 2 

Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin Gin 
15 10 15 



Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys trp Ala Ser Leu 
20 25 30 



Trp Asn Trp Phe 
35 



<210> 3 

<211> 36 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_feature 

<222> (32) . . (32) 

<22 3> D-Leu 

<220> 

<221> misc_f eature 

<222> (33)., (33) 

<22 3> D-Trp 

<400> 3 

Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin Gin 
15 10 15 



Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys Trp Ala Ser Leu 
20 25 30 



Trp Asn Trp Phe 
35 



<210> 4 

<211> 33 

<212> PRT 

<213> Artificial sequence 



<220> 



<22 3> Synthetic peptide 



<400> 4 

Ala Val Gly lie Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly 
15 10 15 



Ser Thr Met Gly Ala Arg Ser Met Thr Leu Thr Val Gin Ala Arg Gin 
20 25 30 



Leu 



<210> 5 

<211> 33 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> D-Ile 

<220> 

<221> misc_feature 

<222> (8> . . (8) 

<22 3> D-Phe 

<220> 

<221> misc_feature 

<222> (11).. (11) 

<223> D-Phe 

<220> 

<221> mis cofeature 

<222> (14).. (14) 

<223> D-Ala 

<400> 5 

Ala Val Gly lie Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly 
15 10 15 



Ser Thr Met Gly Ala Arg Ser Met Thr Leu Thr Val Gin Ala Arg Gin 
20 25 30 



Leu 



<210> 6 

<211> 33 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (8) . . (8) 

<223> D-Phe 

<220> 

<221> inisc_feature 

<222> (11) . . (11) 

<22 3> D-Phe 

<400> 6 

Ala Val Gly He Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly 
15 10 15 



Ser Thr Met Gly Ala Arg Ser Met Thr Leu Thr Val Gin Ala Arg Gin 
20 25 30 



Leu 



<210> 7 
<211> 33 
<212> PRT 



<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (8).. (8) 

<223> D-Phe 

<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<223> D-Phe 

<220> 

<221> misc_feature 

<222> (21) . . (21) 



<223> D-Ala 



<220> 

<221> misc_f eature 

<222> (26) . . (26) 

<22 3> D-Leu 

<400> 7 

Ala Val Gly lie Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly 
15 10 15 



Ser Thr Met Gly Ala Arg Ser Met Thr Leu Thr Val Gin Ala Arg Gin 
20 25 30 



<210> 8 
<211> 15 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<400> 8 

He Thr Leu He He Phe Gly Val Met Ala Gly Val He Gly Thr 
15 10 15 



<210> 9 
<211> 17 
<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 
<400> 9 

Lys Lys He Thr Leu He He Phe Gly Val Met Ala Gly Val He Gly 
15 10 15 



Thr 



<210> 10 
<211> 19 

<212> PRT 



<213> Artificial sequence 



<220> 

<223> Synthetic peptide 
<400> 10 

Lys Lys lie Thr Leu lie lie Phe Gly Val Met Ala Gly Val lie Gly 
15 10 15 



Thr Lys Lys 



<210> 11 

<211> 15 

<212> PRt 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (8) , . (8) 

<22 3> D-Val 

<220> 

<221> misc_f eature 

<222> (12) . . (12) 

<22 3> D-Val 

<400> 11 

lie Thr Leu lie lie Phe Gly Val Met Ala Gly Val lie Gly Thr 
15 10 15 



<210> 12 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_feature 

<222> (10).. (10) 

<223> D-Val 

<220> 

<221> misc_f eature 

<222> (14) . . (14) 

<22 3> D-Val 



<400> 12 



Lys Lys lie Thr Leu lie lie Phe Gly Val Met Ala Gly Val lie Gly 
15 10 15 



Thr 



<210> 13 

<211> 19 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> misc_f eature 

<222> (10) . . (10) 

<223> D-Val 

<220> 

<221> inisc_f eature 

<222> (14) . . (14) 

<223> D-Val 

<400> 13 

Lys Lys lie Thr Leu lie lie Phe Gly Val Met Ala Gly Val He Gly 
15 10 15 



Thr Lys Lys 



<210> 14 

<211> 15 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_feature 

<222> (5) . . (5) 

<223> D-Ile 

<220> 

<221> mi3C_feature 

<222> (13) . . (13) 



<223> D-Ile 



<400> 14 

He Thr Leu He He Phe Gly Val Met Ala Gly Val He Gly Thr 
15 10 15 



<210> 15 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> D-Ile 

<220> 

<221> misc_f eature 

<222> C15) . . (15) 

<223> D-Ile 

<400> 15 

Lys Lys He Thr Leu He He Phe Gly Val Met Ala Gly Val He Gly 
15 10 15 



Thr 



<210> 16 

<211> 19 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 
<220> 

<221> misc_f eature 

<222> (7) . . (7) 

<223> D-He 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> D-Ile 

<400> 16 



Lys Lys lie Thr Leu He He Phe Gly Val Met Ala Gly Val He Gly 
15 10 15 



Thr Lys Lys 



<210> 17 
<211> 32 
<212> PRT 



<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc__f eature 

<222> (13) . . (14) 

<223> D-Val 

<220> 

<221> misc_feature 

<222> (17) . , (17) 

<22 3> D-Val 

<400> 17 

Phe Ser Glu Pro Glu He Thr Leu He He Phe Gly Val Met Ala Gly 
15 10 15 



Val He Gly Thr He Leu Leu He Ser Tyr Gly He Arg Arg Leu He 
20 25 30 



<210> 18 

<211> 35 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> inisc_f eature 

<222> (16) . . (16) 

<22 3> D-Val 

<220> 

<221> misc_f eature 

<222> (20).. (20) 

<22 3> D-Val 



<400> 18 



Lys Lys Lys Phe Ser Glu Pro Glu lie Thr Leu lie lie Phe Gly Val 
15 10 15 



Met Ala Gly Val He Gly Thr He Leu Leu He Ser Tyr Gly He Arg 
20 25 30 



Arg Leu He 
35 



<210> 19 

<211> 32 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc_feature 

<222> {10) . . (10) 

<223> D-Ile 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> D-Ile 

<400> 19 

Phe Ser Glu Pro Glu He Thr Leu He He Phe Gly Val Met Ala Gly 
15 10 15 



Val He Gly Thr He Leu Leu He Ser Tyr Gly He Arg Arg Leu He 
20 25 30 



<210> 20 

<211> 16 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 

<400> 20 



Met Val Leu Gly Val Phe Ala Leu Leu Gin Leu He Ser Gly Ser Leu 
15 10 15 



<210> 21 
<211> 21 
<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 
<400> 21 

Lys Lys Lys Met Val Leu Gly Val Phe Ala Leu Leu Gin Leu lie Ser 
15 10 15 



Gly Ser Leu Lys Lys 
20 



<210> 22 

<211> 16 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc_feature 

<222> (10)., (10) 

<223> D-Gln 

<220> 

<221> misc_f eature 

<222> (15) . . (15) 

<223> D-Ser 

<400> 22 

Met Val Leu Gly Val Phe Ala Leu Leu Gin Leu lie Ser Gly Ser Leu 
15 10 15 



<210> 23 

<211> 21 

<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> D-Gln 



<220> 

<221> misc_feature 

<222> (18).. (18) 

<22 3> D-Ser 

<400> 23 

Lys Lys Lys Met Val Leu Gly Val Phe Ala Leu Leu Gin Leu lie Ser 
15 10 15 



Gly Ser Leu Lys Lys 
20 



<210> 24 

<211> 8 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 

<400> 24 

Ala Val Gly lie Gly Ala Leu Phe 
1 5 



<210> 25 

<211> 17 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 

<221> misc__f eature 

<222> (5) . . (5) 

<22 3> D-Ala 

<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<22 3> D-Glu 

<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> D-Ala 

<220> 

<221> misc_feature 

<222> (8) . . (8) 

<22 3> D-Ala 



<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<22 3> D-Ala 

<220> 

<221> Tnisc_f eature 

<222> (15) . . (15) 

<22 3> D-Ala 

<220> 

<221> misc_f eature 

<222> (16) . . (16) 

<223> D-Ala 

<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<22 3> D-Ala 

<400> 25 

Lys Lys lie Thr Ala Gly Ala Ala Gly Val Ala Ala Gly Val Ala Ala 
15 10 15 



Ala 



<210> 26 
<211> 34 
<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 
<400> 26 

Trp Met Glu Trp Asp Arg Glu lie Asn Asn Tyr Thr Ser Leu lie His 
15 10 15 



Ser Leu lie Glu Glu Ser Gin Asn Gin Gin Glu Lys Asn Glu Gin Glu 
20 25 30 



Leu Leu 



<210> 27 

<211> 13 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Synthetic peptide 
<400> 27 

Ala Val Gly lie Gly Ala Leu Phe Leu Gly Phe Leu Gly 
15 10 



<210> 28 
<211> 33 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<400> 28 

Phe Phe Gly Ala Val lie Gly Thr He Ala Leu Gly Val Ala Thr Ser 
15 10 15 



Ala Gin He Thr Ala Gly lie Ala Leu Ala Glu Ala Arg Glu Ala Lys 
20 25 30 



Arg 



<210> 29 
<211> 21 
<212> PRT 

<213> Artificial sequence 
<220> 

<22 3> Synthetic peptide 
<400> 29 

Lys Lyo Lys Met Val Leu Gly Val Phe Ala Leu Leu Phe Leu He Gly 
15 10 15 



Gly Ser Leu Lys Lys 
20 



